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with biosafety guidelines for clinical STH stool homogenization, pooling, and extraction at 
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questionnaires in Qualtrics; contributed to user data management; contributed to data 
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graphics, color coding, specimen collection tube compatibility, device features) and pooling 
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selection of statistical models for analyses shown in Fig. 3a-b and Extended Data Fig. 2a-b); 
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managed the field implementation and trained local researchers for sample/data collection from 
children in rural Bangladesh; managed quality assurance and tracking of collected clinical 
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participants for the user study; reviewed and provided feedback on the manuscript.  

Rustem F. Ismagilov (R.F.I.): Principal investigator; conceptualized the study with M.L.; provided 
technical guidance, oversight of all studies and analyses, including device development, the user 
study, and the device validation study with clinical STH samples, and was responsible for 
obtaining the primary funding for the study.  

 


